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Presentation 
 

The following report has the sole purpose of informing the world of the outcome of a 

serious, objective and thorough investigation by specialists in the field of virology and 

genetics that draws devastating conclusions about the current development of the SARS-

COV-2 vaccine in the context of the WHO-declared pandemic on March 11, 2020. 

Absolutely no name or label, no term used to ridicule narratives or explanations that go 

beyond the official narrative, this study was carried out in the context of the most rigorous 

analysis of objective data and the scientific publications that commit it. 

The dissemination of this report, and its evaluation by of the scientific community and all 

public and private authorities, perform public interest. We also urge all media to give public 

relevance of this document as a matter of urgency, since its final conclusions clearly show 

that the overly hasty and lacking development of all appropriate standards for carrying out 

the SARS-COV-2 vaccine seriously compromising current public health and the future of 

humanity. 
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1) Introduction 
This document will allow the reading and interpretation of a compilation of scientific publications in 

chronological order that will bring to light the different aspects that have to do with the scientific 

narrative of all that is happening today with the Covid-19 pandemic. 

 

2) Disclosure 

This report will be distributed through the different media, firstly for the scientific comunity and then 

for the general public, and it will be disseminated through social networks, web platforms, and any 

other visual, oral or written ways of communication. 
 

3) Hypothesis 
 

The angiotensin-converting enzyme 2 (ACE2) is the target of action for the development of the Covid-

19 prevention vaccine. 
 

4) Covid-19 pre-pandemic chronological analysis 
For a better understanding of this report, we have about 20 years of history to understand what is 

actually happening now. 

We establish a "timeline" demarcating on certain dates, historical milestones that deserve a detailed 

and specific observation of which, at each point, in addition to the factual scientific facts, we will 

establish an analysis as a "Note from the Board". 
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4.1) ACE2 and its testicular expression discovery 

We begin by analyzing the following paper from the Journal of Biological Chemistry (JBC), first 

published on August 2, 2000, in which it is announced that an enzyme, called angiotensin-

converting enzyme 2, ACE2, has been discovered and characterized. The first author, Dr. Sarah 
R. Tipnis, is a medical professional. 

 

 
https://www.jbc.org/content/275/43/33238?ijkey=26b9ef52aaf381027f90ac187adb8fc72e480379&keytype2=tf_ipsecsha 

DOI: 10.1074/jbc.M002615200 
 

 

In this paper what is explained and what is related in a complete way, is how a homologous enzyme 

to a previously known one called ACE (Angiotensin-Converting Enzyme) was identified and 

characterized. The ACE has a preponderant role in the regulation of blood pressure and is related 

to hypertension, where there is a whole line of drugs that act on this molecule -for example: 

enalapril, captopril, are all the classic inhibitors of the ACE enzyme. 

 

This research group had partially identified an enzyme having a high resemblance to the previously 

known ACE enzyme, with 40% identity and 61% similarity. Dr. Tipnis and her team carried out a 

complete experimental development with all the objectivity, using all the techniques available for 

the year 2000, in order to characterize, purify, obtain the three-dimensional structure, the nucleotide 

sequence and the gene sequence, which they called Homolog of Angiotensin-Converting Enzyme 

(ACEH), and which was later named ACE2. 

 

 

https://www.jbc.org/content/275/43/33238?ijkey=26b9ef52aaf381027f90ac187adb8fc72e480379&keytype2=tf_ipsecsha
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Northern blot analysis of ACEH mRNA expression in various human tissues. Multiple tissue 

Northern blots (CLONTECH) containing 2 μg of poly(A)+ RNA per lane were probed with32P-

labeled cDNA fragments of either ACEH (A), ACE (B), or β-actin (C). Lanes are as follows: 1, 

heart; 2, brain; 3, placenta; 4, lung; 5, liver; 6, skeletal muscle; 7, kidney; 8, pancreas;9, spleen; 10, 

thymus; 11, prostate;12, testis; 13, ovary; 14, small intestine; and 15, colon. 
 

Among all the experimental techniques they used, the original paper has the image of a gel 

electrophoretic run (Fig. 1), of a Northern Blot determination. 

 

The Northern Blot serves to measure RNA expression, where RNA is the intermediary between the 

gene and the protein. A protein is an enzyme or a structural protein or whatever, so if the amount 

of RNA present in different tissues is measured, it is possible to infer how much of that tissue in the 

human body is expressed by the enzyme, and thus manifest its function. 

Above, in the figure (Fig. 1), where it says A, there is a sequence from 1 to 15. All the images at 

the first row correspond to ACE2, or what they called “Homologue of the Angiotensin Converting 

Enzyme”, and there it is clear to see that, in slide No. 4, which is the lung tissue, there is no 

expression at all. The black "spots" mark how much RNA expression is there, and if there is RNA 

expression, it means that the enzyme is present and acting in this tissue.  

 

So, in slide N ° 4, we see that there are no "spots", which means that the ACE2 enzyme is not 
expressed in lung tissue, and on the other hand we can see a strong spot in slide N° 12, a strong 

spot which is showing us that the RNA of the enzyme "homologous to ACE" or ACE2, is strongly 
expressed in testicular tissue, because the slider N° 12 refers to the testis. 

Fig. 1 
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Where it says B, this row is marking the expression of ACE, and it is possible to see a more 

generalized distribution of the different tissues of the body. 

Where it says C, it is a control with another protein called Beta-actin. 

 

By accessing the paper, it is possible to read how other processes were carried out, in order to be 

able to demonstrate in the experimental report of Dr. Tipnis, how the ACE2 enzyme is expressed 

in tissues. From the reading, it is visualized that they have carried out tissue expression studies 

through cultures, through artificial constructs of culture in cell culture, and how the gene sequence 

was obtained. All this is understandable for those who access the paper and have knowledge of 

molecular biology, from there it will be seen that the experimental description is impeccable. 

 
 

It is possible to see, by accessing the total article, in the footnotes (Fig. 2 - Footnotes cited in the 

paper), where it says 'Address to the present', the Pfizer laboratory, which is Pfizer's research 

center in Sandwich, Kent, UK, was aware of what was happening with these discoveries. 

 

Note from the board: In short, this paper announces the discovery of an enzyme very similar to 

another previously known enzyme, which is angiotensin converting enzyme. The researchers call 

it the homologue of the angiotensin-converting enzyme because they knew that it was similar, since 

they had partially identified it, because they saw that it was not inhibible with the classic ACE 

inhibitors. Somehow, they had it visualized but not characterized in total form and had not found 

the gene sequence. 

 

Through the experimental development of this work, they were able to fully characterize the ACE2 

enzyme, and were able to demonstrate in which tissue of the human organism it is expressed the 

most by obtaining its genetic sequence. All of this happened in 2000, under the eye of Pfizer. 

Fig. 2 
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Also, what we can denote to date is that from the team of scientists who authored this paper, Sara 

Tipnis, Nigel Hooper, Ralph Hyde, Eric Karran, Gary Christie and Anthony Turner, from all of 

them, there is no current information on the main author, Dr. Tipnis. 
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4.2) Recognition of the enzyme ACE2 by another team of scientists 
The following paper found on the PubMed.gov website, published September 1, 2000, 

announces the angiotensin-converting enzyme 2, ACE2, which is expressed only in the heart, 

kidneys, and testis. The researcher who is the first author is Dr. Mary Donoghue. 
 

 
https://pubmed.ncbi.nlm.nih.gov/10969042/ 

DOI: 10.1161/01.res.87.5.e1 
 

 

 

In the next figure (Fig. 3), where it says A, there is a sequence of 23 human tissues. All this first 

row of images corresponds to ACE2 where it can be seen, in slide N° 4, which is lung tissue, that 

there is no expression at all. It shows again that the ACE2 enzyme is not expressed in lung 
tissue. On the other hand, we can see an expression in slides N° 12 and N° 13, which again shows 

that ACE2 is expressed in testicular tissue, and also in ovary. 
 

 

 

 

 

https://pubmed.ncbi.nlm.nih.gov/10969042/
https://doi.org/10.1161/01.res.87.5.e1
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Tissue-restricted expression of human ACE2. Northern blots representing 

multiple human tissues were hybridized with probes from either ACE2 (A) or 

ACE (B) (see Materials and Methods). RNA standards (kb) are shown at left. 

sk. muscle indicates skeletal muscle; sm. intestine, small intestine; and pbl, 

peripheral blood leukocyte. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. 3 
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4.3) Preferential expression of ACE2: reaffirmation in testis 

On January 28, 2002, Chad Vickers cites the work of Dr. Tipnis and reinforces the concept that 

the distribution of ACE2 is restricted to “few tissues”, including kidney, heart, and testis. 

 

 
https://www.jbc.org/content/277/17/14838.long 

DOI: 10.1074/jbc.M200581200 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

https://www.jbc.org/content/277/17/14838.long
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4.4) Preferential expression of ACE2: reaffirmation in testis and ovary 

On November 7, 2002, another research group, led by Harmer, also observed that the maximum 

expression (high expression of ACE2) of this enzyme occurs in the testis, kidney and heart; and 

low expression in CNS and lymphoid tissue, using a different technique than Northern Blot, which 

is the "Quantitative Real Time PCR". This research team used this method, and they confirmed 

again what Dr. Tipnis had observed in 2000: that the maximum expression of the enzyme ACE2 

occurs preferentially in the testis, and additionally the methodology used shows minor 
expression in other tissues, including lung. 
 

 
https://www.sciencedirect.com/science/article/pii/S0014579302036402 

DOI: 10.1016/S0014-5793(02)03640-2 
 

 

Is evident that Harmer, through another technique, reinforces the finding that the enzyme ACE2 is 

expressed in the testis (mostly), then in the kidney, then in the heart, and then with his team, they 

arrive at the conclusion that the function of this enzyme is evidently closely related to 
reproduction and fertility. 

 

 

https://www.sciencedirect.com/science/article/pii/S0014579302036402
https://doi.org/10.1016/S0014-5793(02)03640-2
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4.5) Coronavirus with ACE2 first relation 

On November 27th, 2003, almost 3 years after the publication in which the ACE2 enzyme was 

discovered, where the main expression is in the testis (a concept reinforced by other authors in 

subsequent years), it was published in Nature a work entitled “Angiotensin-converting enzyme 
2 is a functional receptor for the SARS coronavirus” whose first author is Dr. Wenhui Li1 from 

the Department of Medicine (Microbiology and Molecular Genetics), AIDS Research Center, 

Bringham and Women's Hospital. In his work he claims to have discovered that the S1 subdomain 

of the SARS-CoV protein S "binds efficiently" with the metallopeptidase ACE2, thus constituting the 

enzyme ACE2 as its cellular receptor mediating infection in target cells. 

 

 
https://www.nature.com/articles/nature02145 

DOI: 10.1038/nature02145 
 
This paper explains how they investigated the possible “binding” between the (hypothetical) SARS-CoV 

protein S and its possible natural receptor, in a Vero E6 cell culture (Fig. 4 - Fragment of the methods 

cited in the paper) using a "fusion protein", which would express SARS-CoV protein S residues. Finally, after 

analyzing the mass of the fragments obtained after digestion with trypsin (“tryptic fragments”) by mass 

spectrometry, three human proteins were identified. It can be noticed that they have focused only “on one”, 

from eight fragments, with a 17% sequence homology, with the amino acid sequence of the ACE2 

protein (according to comparison of the possible tryptic fragments with protein fragments in the 
GeneBank database, using Sequest software), affirming that it is the best candidate protein because of 

"its cellular and tissue distribution". 
  
1 PhD. Wenhui Li - https://www.virology-education.com/wenhui-li-ph-d/ (web a 24/7/2020 online) 

 

https://www.nature.com/articles/nature02145
https://www.virology-education.com/wenhui-li-ph-d/
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Note from the board: In the hypothesis (Fig. 5), they establish a “suggestive” comparison of the 

protein’s cleavage experienced by the viral proteins of HIV, Influenza, and the protein S of many 

coronaviruses. 
 

 
 

 

 

 

Fig. 4 

 

Fig. 5 
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In the section of the article (Fig. 5) where the hypothesis is established, as mentioned above, Li's 

work team makes a comparison between the HIV virus, the Influenza virus and the Corona virus. 

Considering this article is from 2003, and the world somehow came from what was the scourge of 

HIV, it can be noticed in this article the three viruses are already being compared, having the only 

common factor they are RNA, but having different molecules. 

 

What is meant by this analysis is that there was no reason to compare these three viruses. We 

visualize that in some way this unfounded relation reveals what the future pandemics would be, 

that is, influenza in 2009, 2010, and now in 2020 Corona. 

 

Given the insufficient evidence of having identified a candidate protein for the viral receptor, and 

taking as a descriptive model carried out in a complete and adequately described way of the work 

of Dr. Tipnis of the year 2000, (of how the nucleotide and amino acid sequence of an unknown 

protein, with high homology and similarity with another previously known protein ACE2-ACE), we 

conclude that the description of the protocol carried out to immunoprecipitate and identify the 

enzyme ACE2 in the work of Dr. Wenhui Li, is absolutely incomplete and does not demonstrate 
nothing, supporting this conclusion as follows: 

 

First, the Dr. Li research team had stablished that the Family SARS Corona virus S protein, binds 

with its natural receptor in the human body (which is ACE2 enzyme), and that is the way how it 

enters the body causing infection. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 
Fig. 7 

 

Fig. 6 

 



 
 

 REPORT COVID-19 VACCINE TARGET CHRONOLOGY 
Document Code:  INF.01.02.VTC (ENG) 

VERSION: 02 VALIDITY: 10/29/2020 ISSUED BY: JUNTA ARGENTINA DE 
REVISIÓN CIENTÍFICA Approved:  

The responsibility of reading, interpreting, researching sources and disclosing the present, belongs to all human beings interested in 
understanding the current worldwide situation, regarding what is disclosed to all of us, based on what is currently called Covid-19 PAGE: 17 de 59 

 

 

From our analysis, we visualize that the process of identifying ACE2 as a receptor for viral protein 

S (Fig. 6 and 7) is reported as follows: 

 

• They incubate a metabolically labeled VeroE6 cell lysate with a fusion protein that includes 

residues from the S1 subdomain of the viral S protein.  

 

• The immunoprecipitated proteins were analyzed by SDS-PAGE obtaining two bands: one 

of approximately 80 KDa and the other of 110 KDa. The 110 KDa band was analyzed by 

digestion with trypsin and mass spectrometry. They identify "3 (three) human proteins" 

whose sequences were consistent with the masses of tryptic fragments obtained from this 

band. "2 (two) of these proteins are not analyzed for their location and ubiquitous 

expression." On the other hand, they identify 8 (eight) independent tryptic fragments 

consistent with sequences that comprise 17% of the amino acid sequence of human 
ACE2 (according to description). Due to "its tissue distribution as a subcellular location", 

they consider it appropriate for a SARS-CoV receptor, and "clone it from complementary 

DNA obtained from the human lung for subsequent analysis." 

 

• The masses of tryptic fragments were determined by MALDI-TOF-MS mass spectrometry. 

The masses were compared to possible tryptic protein fragments in the GenBank database 

using Sequest software. 

 
 

 
https://cobico.com.ar/wp-content/archivos/2020/04/Informe-SAV-AAM-SARS-CoV-2-2020.03.26-VR3-OK-1.pdf 

 

Fig. 8 

 

https://cobico.com.ar/wp-content/archivos/2020/04/Informe-SAV-AAM-SARS-CoV-2-2020.03.26-VR3-OK-1.pdf
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On the other hand, we clarify that, in the microbiological and virology community of Argentina, this 

article circulates and has circulated, being currently a reference, for example, for the Argentine 
Society of Virology, where it is assumed which is the main entrance door to the organism human 

for the coronavirus viral family, and what is found is that to date it has not been refuted or 

questioned.  

 

The report "SARSCOV2" of the Argentine Society of Virology - Division of the Argentine Association 

of Microbiology (Fig. 8), of March 26th, 2020, states on its page N° 10 (Cycle of replication of 
coronaviruses) "The coronaviruses enter the target cell through contact between the S protein 

and a receptor located on the cell membrane. The receptor for the SARS-CoV virus is the ACE2 

protein, for its acronym in English Angiotensin-Converting Enzyme 2 (Li et al., 2003). This protein 

possesses carboxypeptidase activity, and is involved in the regulation of blood pressure and heart 

function. ACE2 clears angiotensin 1 to generate angiotensin 2, a molecule that causes 

vasoconstriction and increased blood pressure. In humans, ACE2 is expressed in epithelial cells 
of the lung and small intestine, which are the primary targets of SARS-CoV, as well as in 
heart, kidney and other tissues (Masters and Perlman, 2013). Structural studies of the 
binding surface between S and ACE2 have shown that the mutation of only 2 amino acid 
residues in the RBD of civet SARS-CoV (intermediate host) was sufficient for this protein to 
gain the ability to bind to human ACE2, giving structural support to the jump species 
hypothesis (Li, 2008; Li et al., 2005). It has recently been shown that ACE2 also functions as 
a receptor for the new SARS-CoV-2 (Zhang et al., 2020)" 
 

It also expresses on its page N° 17 (Pathogenesis of coronaviruses) “… in addition to local 

infection of the respiratory or enteric tracts, several coronaviruses cause severe acute 
respiratory disease as a consequence of lower respiratory tract infection (Masters and 
Perlman, 2013). As mentioned above, SARS-CoV-2 binds with high affinity to angiotensin-

converting enzyme 2 (ACE2), which is used as one of the entry receptors to invade cells. 
This mechanism explains the efficient spread of viruses in humans. The ACE2 protein is 
present in abundance in pulmonary alveolar epithelial cells and also in small intestinal 
enterocytes, which may help to better understand the routes of infection and disease 

manifestations (Guo, et al., 2020)." 
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From the above, we understand that: 

 

1) SARS-CoV-2 virus receptor in humans is the enzyme ACE2 according to Li - 2003 

 

2) The ACE2 enzyme is present in the lung, small intestine (primary targets of the virus), as well 

as in the heart, kidney and “other tissues”, according to Masters and Perlman - 2013 

 

3) SARS-CoV-2 binds with high affinity to the ACE2 enzyme, which explains the efficient viral 

spread in humans. 

 

4) The presence “in abundance” of the enzyme ACE2 in lung epithelial cells and in small 

intestinal enterocytes leads us to understand the manifestations of the disease, according to 

Guo et al. – 2020. This explains (in theory) the wide affectation and widespread disease 

of SARS-CoV-2. 
 

Clearly, there has not been to date an integrated and interdisciplinary review that reveals an in-

depth analysis of Li's article. From the complete reading of the article, we state that the 

experimental procedure is insufficient because the following points are not being detailed: 

 

• Most importantly, it does not describe how you get the fusion protein with the S1 
subdomain of the viral protein S: If it is a synthesis sequence, if it is a cleavage of purified 

protein S from viral culture, how and what would this be. It is not shown that he 

experimented with a viral protein. 
 

• For the period 2000-2003, the publications insisted on the strong expression of ACE2 in 

the testis, and it is not understood why Dr. Li and his researchers allege that "due to 

its tissue location they considered this protein more appropriate as a candidate for a 
SARS-CoV receptor”, without substantiating based on which ones, and how many 

experimental antecedents they carried out. 

They did not describe the hypothetical cloning of ACE2 from complementary DNA 
obtained from the human lung for further analysis. 

Dr. Tipnis, discoverer of ACE2, and other groups, maintained at the same time, that 
ACE2 is an enzyme of priority expression in testis ..., and absent in lung. 
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• Assuming that a REAL viral protein S had been used in the experimentation, the 

process consisted of comparing masses obtained with mass spectrometry (MALDI-TOF-
MS) with possible tryptic protein fragments in the GenBank database using Sequest 
software (monkey cells were used). The "identification of eight independent tryptic fragments 

consisting to sequences comprising 17% of the amino acid sequence of human ACE2" is 

described. 

We wonder why a functional analysis of the tryptic fragments has not been done, and why 

additional proteomic research tools have not been proposed to strengthen the hypothesis, 

available at the time, such as: CE-ESI-TOF MS peptide mapping. 

 

• The Sequest software had tremendous limitations at that time. 
Jane Razumovskaya et al. (2004), in their publication in the journal Proteomics, state that 

“The identification of proteins in mass spectrometry is predominantly achieved by first 

identifying the tryptic peptides through a database search, and then combining the peptide 

matches for the identification of proteins. One of the popular tools used for database search 

is SEQUEST. 

SEQUEST scores are not normalized with respect to peptide composition, length and 
other parameters. 

 

Furthermore, there is no rigorous estimate of reliability assigned to the protein 
identifications derived from these scores. Therefore, its interpretation generally 
requires human participation, which makes it difficult to scale up the identification process 

for genome-wide applications”. The publication of Li (Nature - 2003) marks a striking turning 
point in the experimental report of numerous publications in relation to the expression of 

ACE2: Its presence in the lung begins to “establish itself” and its presence in the testicle 

gradually becomes “forgotten”. It is now necessary to replicate ACE2 enzyme tissue 
expression experiments by independent laboratories with all available techniques 
(including Northern Blot) and to define ACE2 mRNA expression in lung and testis. 

 
 
 

Due to these previous points, we consider that this article has no validity whatsoever, and that 

it has to be urgently submitted to the consideration of the scientific community and especially 

molecular biologists. 
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4.6) Detection of intentionality or fraud analysis 

The intention of all this, from our analysis and what we have been detailing, is that when an enzyme 

is discovered that is practically expressed, not exclusively but mainly in the reproductive organs of 

the human being, and it is tried, without complete scientific argument, through a chronological 

sequence, shows that this enzyme is widely distributed in the human body, and that it would be the 

entry point for a corona virus. This would serve as a strategy to hypothesize that an infection, by a 

mutated coronavirus, could have a multi-organ effect and, eventually, a higher rate of mutability of 

a corona virus by zoonotic transfection (that is, that, when jumping from one species to another, 

the variant would become more lethal). In this way, it can be observed how the line of argument 

has been prepared to say that a mutated corona virus could have a multi-organ involvement and, 

on the other hand, divert the scientific community from the original knowledge that this enzyme 

actually has strong functions reproductive factors in humans (and perhaps this is their main 

function). 
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4.7) H1N1 Pandemic theorical preparation 

From this moment, after the chronology from 2003 to 2005, the theoretical narrative of what will be 

the 2009 H1N1 pandemic begins, through an implausible hypothesis, in which it is said that an Inuit 

(which is an Eskimo) buried in Alaska and found by two north american soldiers, in that corpse an 

ancient influenza virus variant was isolated, related to the 1918 flu outbreak, known as the spanish 

flu (Fig. 9). 

 

 
https://en.wikipedia.org/wiki/Spanish_flu 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. 9 

 

https://en.wikipedia.org/wiki/Spanish_flu
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4.8) Pandemic’s definition changed 

We found a very interesting turning point to analyze, which is the modification of the definition of 

"Pandemic" made in 2009 by the WHO and which is documented in this paper: "The elusive 
definition of the pandemic by influence." The author is Peter Doshi from MIT (Massachusetts 

Institute of Technology) and this article was published in a WHO bulletin 2011 Bull World Health 

Organ, and explains that the item saying that: “there has to be a huge number of deaths and 
sick people for a pandemic to be considered a pandemic”, was removed. 

 

 
https://www.who.int/bulletin/volumes/89/7/11-086173.pdf?ua=1 

DOI: 10.2471/BLT.11.086173 
 

 

 

 

 

 

 

 

 

https://www.who.int/bulletin/volumes/89/7/11-086173.pdf?ua=1
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It should be noted that on May 4th, 2009, one month before the H1N1 pandemic was declared, 

the WHO web page was altered in response to the request of a CNN reporter (Fig. 10 and 11). 

 
http://edition.cnn.com/2009/HEALTH/05/04/swine.flu.pandemic/index.html 

 

Therefore, from that moment on, the definition of a pandemic changes and this can be considered 

a strategy, because is not taken into account the number of deaths. The same year and a few 

months later, almost immediately, On August 12th, 2009, in the magazine "The Journal Infectious 

Diseases" was published, "What is a pandemic?". In that article we find that among the three 

authors are Anthony Fauci, along with David Morens and Gregory Folkers. What they do is to 

relativize all the epidemiological aspects necessary for a pandemic to be declared, and they 

Fig. 10 

 

Fig. 11 

 

http://edition.cnn.com/2009/HEALTH/05/04/swine.flu.pandemic/index.html
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establish that the only common factor is geographic extension, and that the number of deaths does 

not matter. 

 
https://academic.oup.com/jid/article/200/7/1018/903237 

DOI: 10.1086/644537 
 

On October 24th, 2009, with the H1N1 pandemic already underway, on the euronews.com news 

website, there is an interview with the General Director, Margaret Chan, where she reaffirms the 

redefinition of a pandemic (Fig. 12). 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 
https://www.euronews.com/2009/10/24/chan-defends-who-s-record-in-fighting-h1n1 

 

Fig. 12 

 

https://academic.oup.com/jid/article/200/7/1018/903237
https://www.euronews.com/2009/10/24/chan-defends-who-s-record-in-fighting-h1n1
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On June 8th, 2010, the WHO General Director, Margaret Chan, issued a letter in response to the 

accusations, by the British Medical Journal (BMJ), of having had a conflict of interest due to the 

pandemic of H1N1 flu, to the benefit of the pharmaceutical industry (Fig. 13). 

 

 
https://www.who.int/mediacentre/news/statements/2010/letter_bmj_20100608/en/ 

 

 

Note from the board: We can consider that all this is very important since only in this way what is 

happening can be declared as a pandemic, because we do not have a group of deaths that exceeds 

the annual death statistics from common causes, such as the common flu, cancer, traffic accidents, 

etc. 

 

In fact, the number of deaths in the entire world, when the pandemic was declared had a global 

mortality rate of 0.003%. Then the authors relativize each of the epidemiological aspects to be able 

to declare a pandemic and in the conclusions, they state: "it would seem then that there would 

be a single invariable common denominator: the wide geographic spread of the disease." 

All other aspects were relativized. 

 

Fig. 13 

 

https://www.who.int/mediacentre/news/statements/2010/letter_bmj_20100608/en/
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For example, among them the novelty of the pathogen, which is what is happening today with the 

corona virus 19 (Covid19), which would be a novel variant. However, the only thing that is taken 

into account is regional extensibility. 

 

Dr. Fauci was related to the research and dissemination of HIV, and in the article in the journal 

Nature by Wenhui Li (see point 4.5), where he was part of an HIV research team, a very suggestive 

relationship is established between HIV (pandemic that the world was leaving), and influenza and 

corona (next pandemics that the world was going to enter). 
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4.9) Forecasting scenarios for future pandemics 

In May 2010, the Rockefeller Foundation and the Global Business Network, issued a report entitled 

"Scenarios for the future of technology and International development" proposing and 

anticipating a future scenario of pandemics (among others), with the need to implement consequent 

actions (population control) (Fig. 14). 

 

 
https://ictframe.com/scenarios-for-the-future-of-technology-and-international-development/ 

 

 

Note from the board: Fresh out of the H1N1 influenza pandemic, the Rockefeller Foundation 

states that they foresee, within future scenarios throughout the world, other possible 
pandemics that require action on population control. 
 

 

 

 

 

 

 

Fig. 14 

 

https://ictframe.com/scenarios-for-the-future-of-technology-and-international-development/


 
 

 REPORT COVID-19 VACCINE TARGET CHRONOLOGY 
Document Code:  INF.01.02.VTC (ENG) 

VERSION: 02 VALIDITY: 10/29/2020 ISSUED BY: JUNTA ARGENTINA DE 
REVISIÓN CIENTÍFICA Approved:  

The responsibility of reading, interpreting, researching sources and disclosing the present, belongs to all human beings interested in 
understanding the current worldwide situation, regarding what is disclosed to all of us, based on what is currently called Covid-19 PAGE: 29 de 59 

 

 

5) Actual situation chronology 
To begin to outline the situation we are currently experiencing, we summarize the chronology: 

 

In year 2000, a research group at the University of Leeds (England) discovered and characterized 

an enzyme from the human body. This is related to human reproduction, and from there it is 

necessary to begin a story in which this enzyme is the entry point of a virus, and since 2003 we 

denote that begins the construction of a narrative that this enzyme widely distributed throughout the 

body. We can visualize a marked intention of the correlation of these events, (with all the previous 

analysis in this document), where we infer that it serves to suggest that a possible mutant virus could 

trigger a catastrophic disease with a fatal outcome. 

 

We mention this, since it is imposed that the ACE2 enzyme would be distributed throughout the 

organism (where we show that there is no complete and scientific proof to support it), and from 

there, propose a vaccine whose target of action would not be a virus, but which is the hypothetical 

natural ligand of this virus, which is the ACE2 enzyme, and that enzyme, which is in the 
reproductive organs of the human being, would be inhibited by applying a vaccine. 
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5.1) Covid-19 pandemic analysis 

On January 24th, 2020, the article entitled “A NOVEL CORONAVIRUS FROM PATIENTS WITH 

PNEUMONIA IN CHINA, 2019” is published (according to the editor's note) in The New England 

Journal of Medicine (DOI dated February 20th, 2020), with Dr. Na Zhu as the first author, in which 

it is described how a new coronavirus was “identified and cultured” from samples of respiratory 

fluids from patients with pneumonia of unknown cause, identified in Wuhan since December 21th 

2019, describing a process of “viral culture and isolation”. This article begins to be referenced by 

numerous subsequent ones and by the WHO itself as proof of the first isolation of a “new virus”. 

 

 

 
https://www.nejm.org/doi/full/10.1056/nejmoa2001017 

DOI: 10.1056/NEJMoa2001017 

 

 

Note from the Board: It can be seen that the author of the article, Dr. Na Zhu, relates how a new 

variant of the coronavirus family was identified and cultured from respiratory samples from patients 

with pneumonia of unknown causes identified in Wuhan city (China), in the marine products market, 

from December 21th onwards. 

 

 

https://www.nejm.org/doi/full/10.1056/nejmoa2001017
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It is observed that an incomplete viral culture and isolation is described, and the article itself 
explains that it does not comply with Koch's postulates, and there are no autopsy data of 
the patients from which the samples were obtained. It is emphasized that if the viral isolation 

and culture is not complete, and does not respond to the Koch´s postulates, and to the Koch 

postulate adapted to molecular techniques, it is not in a position to affirm that a new viral variant 
was identified. 
 

The WHO takes as a sample of viral isolation of a new virus this article, and the researcher Mr. 

Jesús García Blanca as representative of the Discovery Salud magazine, asks to the WHO to 

provide the article in which it is described that this new viral variant was duly cultivated and 

described, and the WHO gives him this same article for reference. 

 

Under the title "DETECTION AND ISOLATION OF A NOVEL CORONAVIRUS", the authors state 

in said article that samples of respiratory fluids were taken at the Jinyintan hospital in Wuhan 
on 12/30/19. 
In this article it is mentioned that RNA was extracted from such samples (RNA of multiple origins 
- endogenous - exogenous), and from ONE of the cultures from the supernatant, which was used 

as a template to "sequence and clone" a genome. In addition, there was a “match” of the 

“alignments” of the readings made with the “genome of the Beta lineage of the Coronavirus 

genus”, showing 86.9% identity with the batSARS-like CoV (bat coronavirus), according to 
computer comparison with previously published genomes; in addition, with the "viral isolation", in 

which cytopathic action was observed in one of the cell lines used (respiratory epithelial cells), 

together with the performance of RT-PCR to detect viral acids in culture supernatant (without 

specifying which sequences, nor the origin), and the subsequent application of electron microscopy, 

on the 6th day post inoculation, and with all this, a “new” viral variant called 2019-nCoV is 

announced, without evidence of a “viral purification” process. 

 

From our analysis, we question: how it is possible to deduce that the "obtained from the culture" is 

a virus, without having demonstrated at least its "pathogenicity". 

 

“Viral isolation in classical culture is the gold standard test. However, given the great variety 

of respiratory viruses potentially involved in a respiratory condition, different types of cell cultures 

and detection methods are required after the Appearance of Cytopathic Effect (CPE).  
 

 

 



 
 

 REPORT COVID-19 VACCINE TARGET CHRONOLOGY 
Document Code:  INF.01.02.VTC (ENG) 

VERSION: 02 VALIDITY: 10/29/2020 ISSUED BY: JUNTA ARGENTINA DE 
REVISIÓN CIENTÍFICA Approved:  

The responsibility of reading, interpreting, researching sources and disclosing the present, belongs to all human beings interested in 
understanding the current worldwide situation, regarding what is disclosed to all of us, based on what is currently called Covid-19 PAGE: 32 de 59 

 

 

Therefore, the isolation of respiratory viruses is the most complex of all viral isolation 
procedures2. In summary, the isolation process consists of: 

1) Culture of different cells at 37°C (98,6°F). 

2) Inoculation with previously decontaminated samples and incubation. 

3) Daily observation with an inverted microscope until the appearance of CPE. 

4) Change culture medium every 2-3 days. 

5) Once CPE is detected, the isolation can be identified by hemagglutination, hemadsorption, 

immunofluorescence (IF), or molecular methods. The time required for an isolation varies 

according to the virus and its titer in the sample. In general, the time for a result varies between 

2 to 14 days " 
 

Assuming that the electron microscopy was performed on the 6th day, post inoculation of the culture, 

and that a molecular characterization was then carried out, it is possible to deduce that it takes no 

less than 2-3 weeks to carry out the entire process. 

The short time elapsed from obtaining the samples (12/30/2019) to the publication of the 
work in NEJM.ORG on 1/24/2020 (according to the editor's note) is highly questionable. 
At this point, it is necessary to understand that in December 2019, a pandemic situation was not 

foreseen regionally, and that, in this context, a scientific publication announcing a NEW discovery, 

and with possible implications of "health gravity", necessarily requires "Objective validations" after 

publication, despite the natural times to carry out experimentation, interpretation of findings, writing 

and acceptance of the publication by the publisher. 

 

On March 11th, 2020, the WHO declares a pandemic by regional extension of a new viral variant 

(Fig. 15). It is highlighted that it was never adequately demonstrated due to its hypothetical 

zoonotic origin (since zoonotic transfection is a hypothesis), and it is also caused by the supposed 
ability of the virus protein S to bind to the ACE2 enzyme. From there, virologists hypothesize 

that the virus must have numerous jumps between various animal species in order to be able to 

couple more and more strongly to the ACE2 enzyme. 

 

 

 

 

 

 
 
2 PhD Carballal, Guadalupe y Oubiña, José Raúl. “Virología médica". Buenos Aires, Corpus, 2014. Capítulo 13. Aislamiento en cultivo/266. 

https://catedrabiologiamolecularusal.files.wordpress.com/2017/08/virologia-medica-4a-edicion_carballal_booksmedicos-org.pdf 

https://catedrabiologiamolecularusal.files.wordpress.com/2017/08/virologia-medica-4a-edicion_carballal_booksmedicos-org.pdf


 
 

 REPORT COVID-19 VACCINE TARGET CHRONOLOGY 
Document Code:  INF.01.02.VTC (ENG) 

VERSION: 02 VALIDITY: 10/29/2020 ISSUED BY: JUNTA ARGENTINA DE 
REVISIÓN CIENTÍFICA Approved:  

The responsibility of reading, interpreting, researching sources and disclosing the present, belongs to all human beings interested in 
understanding the current worldwide situation, regarding what is disclosed to all of us, based on what is currently called Covid-19 PAGE: 33 de 59 

 

 
 

 
https://www.who.int/director-general/speeches/detail/who-director-general-s-opening-remarks-at-the-media-briefing-on-covid-19---11-

march-2020 

 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. 15 

 

https://www.who.int/director-general/speeches/detail/who-director-general-s-opening-remarks-at-the-media-briefing-on-covid-19---11-march-2020
https://www.who.int/director-general/speeches/detail/who-director-general-s-opening-remarks-at-the-media-briefing-on-covid-19---11-march-2020
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6) Conclusions 
The pharmaceutical industry is always with its eyes on researchers and what findings serious 

researchers, noble researchers and those who adequately describe their work, arrive at, in a 

complete way, as happened with Dr. Tipnis in year 2000. 

 

Dr. Tipnis discovers a new protein and shows that it fulfills a very important function in human 
reproduction after having demonstrated reliably under the scientific method and with all the 
strategies available at that time, that this enzyme expresses its action mainly in the testicle 
of the human being. From there, a story from virology occurs, in which chronologically, the concept 

is introduced, based on a first totally fraudulent description that is of year 2003, by Dr. Li of the journal 

Nature. Not only fraudulent, but with an incomplete experimental report, lacking in scientific rigor.   

And from there the international virological and microbiological community assumes with full 
weight of proof that the gateway to the human organism is the ACE2 enzyme and at the same 
time they assume also the wide distribution of this enzyme throughout the organism. That is 

something that we have been manifesting in this report that was never demonstrated with the weight 

of evidence that Dr. Tipnis and subsequent researchers used to say that the enzyme is expressed 

mainly in the testis and the respiratory tract is not expressed anywhere. 
 

We call on the entire scientific community, geneticists and molecular biologists in particular, to make 

this review and approach their own conclusions, with an objective and scientific perspective. 

 

From everything analyzed and exposed in this report, the hypothesis raised is true: "The ACE2 

enzyme is the target of action of the vaccine for the prevention of Covid-19", until they are 

scientifically evidenced, through the following points: 

 

• Carry out a complete experimental process, an experimental sequence that fully 

demonstrates that the ACE2 enzyme is expressed in the human respiratory epithelium, from 

the nose to the lung, thus being able to consider ACE2 as the natural receptor of a 

respiratory virus.  

• Demostrate with full weight of proof the existence of the viral variants SARS, SARS-CoV, 

BATSARS, BATSARS-CoV2.   

• Evidence scientific articles that satisfy all the criteria, not only Koch's postulates but the 

modifications of Thomas Rivers, the variant of the Koch criteria for molecular determinations 

and the new guidelines, for example Inglis of the year 2017, which also establishes bases 

to be able to justify that a new pathogen is found, and what would be the criteria of necessity 

and sufficiency. 
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By satisfying all these criteria, it can be shown with full weight of proof that a virus or any 
pathogen really exists. 
 

 

The Junta Argentina de Revisión Científica (JARC) - Argentine Scientific Review Board - is made 
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